Instructions for SVM classifier

The classification script is written in R. You can download R here: https://cran.r-

project.org/bin/windows/base/

take the .xls table (analysis_all.txt), which was produced by microcirculation

analysis software and put it into SVM folder.

> Appendix > Additional material » SVM v O] | Prohledat

Nazev Datum zmény Typ Velikost

(4 analysis all List Microsoft Exc... 62kB
[ Classify.R Soubor R 2kB
[} deBacker_all.rda Soubor RDA 2748
Instructions for classifier Adobe Acrobst D. 61kB
[} PIF_all.rda Soubor RDA 26k8
[} PIF largerda Soubor RDA 268

open Classify.R

install packages and libraries (select those lines like in picture and press Run)

©) Rstudio - X

File Edit Code View Plots Session Build Debug Profile Tools Help

[ERE- SH « Addins - R Project: (None}
idgeR «  ©JUDGEVESSELSR «  ©RF MiddleR « @]3R» @ RF Micro.R NeuralnetAR » @ RF_FINALR Envionment  History  Connections =0

Source on Save A - +Run o Source = 2> # Import Dataset ~ | & List ~
1 finstall. packages(“readx1™) # 7 Global Environment =
2 library(readxl)

3 install.packages(“caret")
4 Tibrary(caret)

5 1install.packages("x1sx")
6

Tibrary(x1sx)

9 # set working directory:
10 path = "c:/users/kocis/Desktop/DIPLOMKA/CD/Appendix/Additional material/swwm™

# 0...on-pump
14 # 1...off-pump

17 setwd({path);
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18 sprintf("%s/data.x1s",path) = =0
19 data = read_excel(sprintf("%s/analysis_all.x1s",path)) < Export -
20
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https://cran.r-project.org/bin/windows/base/
https://cran.r-project.org/bin/windows/base/

- set your path to SVM folder
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Source on Save A, +Run | o+ Source = > #* Import Dataset = | & List ~

1 1install.packages("readx1") ~ Global Environment
2 Tibrary(readxl)
3 dinstall.packages("caret")
4 Tlibrary(caret)
5 dnstall.packages("x1sx™)
6 Tibrary(x1sx)
8
9 h to svMm folder:
10 users/kocis/Desktop/DIPLOMKA/CD/Appendix/additional material/svm"”
11
12
13
14
15 0
16 #1 p
1; Files Plots Packages Help Viewer
19 setwd(path); < Export =
20 sprintf("%s/data.x1s",path)
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(as ‘11b’ is unspecified)

> install.packages(“"caret™)

eError in install.packages : updating loaded packages
> install.packages(“caret")

Installing package into *°
(as ‘11ib" 1is unspecified)
trying URL "http://cran.rstudio. com/bin/windows/contrib/3.5/caret_6.0-84.zip"
Content type “application/zip® length 6222823 bytes (5.9 MB)

downloaded 5.9 MB

/users/kocis/bocuments/R/win-Tibrary/3.5°

package ‘caret’ successfully unpacked and mMD5 sums checked

The downloaded binary packages are in
c:\users\public\Documents\wondershare\Creator Temp RTmpQacyxQ*downloaded_packages
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- Select all the lines from script (except first 6 lines) and Run

- x
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Source on Save L +Run | %% Source ~ > # Import Dataset = & List ~
install. packages ("readx1") ~ Global Environment

Tibrary(readx1)
install.packages ("caret™)
Tibrary(caret)
install.packages("x1sx")
Tibrary(x1sx)
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# set h to swm folder:
10 path = "c:/users/kocis/Desktop/DIPLOMKA/CD/Appendix/additional material/svm”

15 # 0...on-pump
16 # 1...off-pump
T Files Plots Packages Help Viewer
19 setwd(path); < Export ~

20 sprintf("%s/data.x1s”,path)

21 data = read_excel (sprintf("%s/analysis_all.x1s",path))

23 N=ncol(data)

25 Toad(file = 'PIF_all.rda’)

Te = datal,c("PIF_all™)]

names (Te) [names (Te) == "PIF_all"] <- "PIF all"
prediction <- predict(svm_Linear_crid, newdata =Te)
data[,n+1] = prediction

names (data) [Tength(names (data))]<-"PIF_all_pred”
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Joad(file = "PIF_large.rda’)
Te - datal,c("PIF_large”)]
names (Te) [names (Te) == "PIF_large"] <- "PIF large"
prediction <- predict(svm_Linear_crid, newdata =Te)
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the classifiers from SVM folder will be loaded automatically, PIF_all, PIF large and
deBacker small will be classified. The results will be written into .xlIs and .csv table

yanalysis_ all predict®

0: on-pump video

1: off-pump video



